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MTERF3 Knockout HEK293T Cells
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human MTERF3 51001 BC012995 NM_015942
About the gene
Official Symbol MTERF3
Previous Symbol MTERFD1
Official Full Name | mitochondrial transcription termination factor 3
Synonyms CGI-12; FLJ10939
Location 8q22.1
Gene Type protein-coding gene
Uniprot ID Q96E29
Pathway/Library Lung Cancer Growth Related Genes Library
Binds promoter DNA and regulates initiation of transcription (PubMed:17662942). Required for normal
mitochondrial transcription and translation, and for normal assembly of mitochondrial respiratory
Gene Summary complexes. Required for normal mitochondrial function (By similarity). Maintains 16S rRNA levels and
functions in mitochondrial ribosome assembly by regulating the biogenesis of the 39S ribosomal subunit
(By similarity). MTEF3 _HUMAN,Q96E29
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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